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ABSTRACT: Understanding deformation mechanisms of flexible vesicles
has strong connections with a host of problems in materials geometry and
biology. A setting of particular interest is an adsorbed vesicle on a liquid−
solid interface. The dehydration process, which is a common phenomenon
for a vesicle immersed in salt solution, will reshape the vesicle. In this work,
using the combination of large-scale explicit-solvent coarse-grained
molecular dynamics simulations and analytical theory, we systematically
investigate the controllable morphological transformation of both fluid and
crystalline vesicles adsorbed on the liquid−solid interface under slow and
fast dehydration rates. We observe the bifurcation in the deformation of
these two types of vesicles under slow and fast dehydration modes.
Specifically, we find inward-buckling-driven large deformations, including
stomatocyte-like shapes for fluid vesicles and double-layered bowl-like and conelike shapes for crystalline vesicles. We have also
analyzed the analytically tractable spreading process of a fluid vesicle on the interface, and our theoretical results agree well with
numerical observations. This work demonstrates the promising possibility of using the combination of surface adsorption and
the dynamic dehydration protocol to enlarge the vesicle shape space. It has implications toward versatile control and
engineering of vesicles on the interface.

■ INTRODUCTION

Flexible vesicles via self-assembly of various amphiphilic
molecules in the aqueous environment can develop a myriad
of morphologies that are highly adaptive to lipid types,1,2

lipid−water interactions,3 pH values of solutions,4 salt
concentrations,5 and ambient pressures and temperatures.6

The rich morphologies of vesicles create a multitude of
possibilities for functionalization in diverse fields ranging from
encapsulation7−9 and drug delivery10,11 to the realization of
relevant biological processes such as endocytosis.12,13 Over the
past decades, the confluence of experimental, theoretical, and
computational efforts in synthesis, characterization,14−21 and
modeling22−25 of both liquid and crystalline vesicles has greatly
enriched our understanding of the governing principles of
vesicle organization. Notably, advanced modern computational
technology like coarse-grained molecular dynamics (CGMD)
simulations1,3,26−28 and dissipative particle dynamics simu-
lations29 allows us to investigate small-scale vesicles down to
the molecular level and to explore the regime inaccessible by
the current experimental technique.25 While the shape space of
free-standing vesicles in bulk solution has been extensively
studied experimentally and theoretically, understanding
morphological transformation of a flexible vesicle on a
liquid−solid interface represents an important research
direction that has strong connections with a host of problems
in materials geometry and biology.30−37 Notably, vesicle
adsorption on various substrates provides an important

approach to fabricate supported lipid bilayers, which has
extensive applications.38

The goal of this work is to investigate the adaptive
morphology of a draining flexible vesicle on the liquid−solid
interface. Permeation of water is inevitable for a vesicle
immersed in salt solution.39−41 We focus on the combined
effects of the draining process and interface affinity on the
vesicle morphology. We employ computer simulations based
on the explicit-solvent CGMD in combination with analytical
elasticity theory. Specifically, we design a model system
composed of ionic amphiphiles [−1 palmitic acid (C15−
COOH) and +3 trilysine (C16−K3)] and water molecules. The
draining process is modeled by controllable dynamic
dehydration protocols at varying rates. Here, we note that, in
its reshaping for the optimal morphology in the dehydration
process, the vesicle changes its volume but maintains a fixed
surface area, which is opposite for an ordinary liquid droplet.
The main results about the morphology of such a special

droplet realized in both systems of fluid and crystalline vesicles
are presented below. We numerically observe the bifurcation in
the deformation of both types of vesicles under the slow and
fast dehydration modes. Specifically, a fluid vesicle evolves into
stomatocyte-like shapes under massive removal of water and
continuously spreads on the substrate in a slow dehydration
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rate. The latter process is analytically analyzed using elasticity
theory, and the theoretical results agree well with numerical
observations. For a crystalline vesicle, we find that the interplay
of the rigidity of crystalline order and the interface affinity
leads to morphologies distinct from that of a fluid vesicle.
Notably, our simulations capture the inward buckling process
of an initially spherical crystalline vesicle toward double-
layered bowl-like and conelike shapes sitting on the interface.
We have also discussed the energetics in the deformation of
the vesicles. These results demonstrate the promising
possibility of using the combination of surface adsorption
and the dynamic dehydration protocol to enlarge the vesicle
shape space. This study has implications toward versatile
control and engineering of vesicles on the interface.

■ MODEL AND SIMULATION METHOD
Figure 1 shows our simulation system, where an ionic vesicle
filled with water is adsorbed on a hydrophilic surface (SiO2),

and the water molecules are not shown for clarity. The present
bilayer vesicles are composed of ionic amphiphiles, i.e., −1
palmitic acid (C15−COOH) and +3 trilysine (C16−K3), same
as our previous work,25 where the shape transformations in
bulk solution are systematically investigated through a
controllable dynamic protocol to change the inner water
volume. Both of the fluid and crystalline vesicles exhibit rich
morphologies by dynamically changing the volume. The
vesicles are electroneutral systems with 30% average ionization
of the palmitic acid molecules, corresponding roughly to pH
value 4 of the experimental system,33 where the melting
temperature is about 328 K. We thus run the simulations for
fluid vesicles at 350 K and for crystalline vesicles at 300 K. We
consider a large vesicle with an outer radius of 23.5 nm
(containing 3000 +3 lipids, 9000 −1 lipids, and 21 000 neutral
lipids) for most of the simulations, a 14 nm (with 1/3 lipid
number) and a 9 nm (1/6 lipid number) radius for selected
runs, yielding systems of 6.1 × 104 to 2.1 × 106 particles.
The bilayer membranes are semipermeable, and water can

even permeate through them by thermal fluctuations.39 Under
a given driving force, e.g., osmotic difference between the inner
compartment and outside medium, water will diffuse across the
membrane, exemplified by our recent simulation work,40

leading to the change of vesicle’s volume-to-surface ratio and
subsequent shape change as shown in experiments.5,42 Similar
to our previous work,25 to speed up the osmotic process, we
remove some water inside the vesicle and perform CGMD

runs to obtain stable shapes. Specifically, the inner water
volume is changed by two distinct dynamic protocols, i.e.,
incrementally (I) and massively (M), which can be analogous
to low and high salt (or extra extracting energy involved)
conditions in experiments, respectively. Actually, the I protocol
indicates a step-by-step removal with 10% inner water in each
step, and the final equilibrated vesicle shape is used as the
initial state for the next step until the target remaining water
amount. The M protocol means the direct removal of the given
amount of water. Herein, for both fluid and crystalline vesicles,
I and M protocols lead to thoroughly different vesicle shapes
that are not seen in bulk solutions.25

Although it is difficult to define or determine the fast and
slow dehydration rates, the I and M protocols can be
corresponding to the slow and fast dehydration rates,
respectively. Similar to our previous work,25 we remove the
water molecules uniformly from the whole inner water volume,
where the bilayer membrane can be well relaxed with the
motion of inner water and therefore can well reproduce
experimental vesicle shapes. Our previous work demonstrated
a quite different shape when removing the surface part of the
inner water volume. This method can lead to a vacuum bubble
near the bilayer wall and thus induce a sudden collapse or even
rupture (for sufficiently large vesicle and bubble size) of the
vesicle. There are also other methods to remove the inner
water (e.g., remove some local parts simultaneously) to reach
different metastable states of the vesicle and create richer
morphologies.
All molecular dynamics (MD) simulations were performed

by the Gromacs 4.6.7 software package43 and the MARTINI
coarse-grained force field (version 2.1).44−46 The pressure (1
bar) and temperature were controlled by the Berendsen
method.47 The periodic boundary conditions were applied in
all directions. The MARTINI force field is generally based on
the four-to-one mapping rule, i.e., four heavy atoms are
represented by one single interaction bead. Four interaction
types (polar, intermediate polar, apolar, and charged) and
some subtypes are classified according to the hydrogen-
bonding capability or the degree of polarity. The mapping
methodology of the present lipids can be found in the previous
work.33 The SiO2 surface contains OH residues and thus we
used P4 type to represent its hydrophilic nature; while other
SiO2 molecules were modeled by hydrophobic C1 type. For
the protocol I, we conducted 150 ns MD runs for each step,
and the final state was used as the initial state of the next step.
For the protocol M, we performed 300 ns MD run for each
system. We checked the vesicle shape and potential energy to
ensure the stability after the change of water volume. All of the
simulation data were averaged by two independent MD runs
with different initial vesicle states. The standard error bars were
mostly trivial and smaller than the data symbols. Therefore, the
vesicle shape, size, and energy should be stable and mainly
determined by the water volume inside the vesicle. We believe
that the results should be a direct examination or proof to
validate the simulation model and method. Our previous work
showed excellent agreement between the simulation results
and experiments for the fluid vesicle in bulk solution.25

Specifically, the fast and slow dehydration rates lead to a series
of distinct vesicle shapes that resemble experimental
observations. Therefore, our CG model and simulation
method should be reasonable.

Figure 1. Plot of a typical initial configuration of the vesicle adsorbed
on the SiO2 surface in a water box (70 × 70 × 52 nm3) using periodic
boundary conditions. Water is not shown for clarity. The size of the
vesicle is about 47 nm (outer diameter).
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■ RESULTS AND DISCUSSION
A flexible vesicle filled with water shrinks and deforms in the
dehydration process. Such a volume-driven shape trans-
formation has recently been reported for fluid vesicles
immersed in bulk solution.1,3,25,29 In combination with the
affinity of the interface, a draining vesicle adsorbed on the
liquid−solid interface is expected to develop even richer
morphologies under the volume-driven mechanism. In our
simulations, a typical initial configuration of the vesicle on the
SiO2 surface is shown in Figure 1. The obtained vesicles in our
simulations are quite stable at least over the data collection
time of 100 ns. These vesicles may represent metastable states
sitting deep in the energy valleys. In this section, we first
discuss the morphological transformation of fluid vesicles in
the dehydration process from the perspectives of the mean-
squared radius of gyration and the characteristic geometric
parameters, followed by energetics analysis. We then present
the results of the crystalline vesicle. Finally, we briefly discuss
the influence of adsorption strength and vesicle size on the
morphology of crystalline vesicles.
Shape Transformations of Fluid Vesicles. In Figure 2,

we show the mean-squared radius of gyration ⟨Rg
2⟩ of the

vesicle as a function of the water volume ratio Vw/V0 under the
two designed dynamic protocols I and M, respectively. V0 is
the initial water volume before removal and Vw denotes the
virtual water volume after removal. We actually counted the
number of water molecules instead of water volume, which is
more simple and doable. This is because the volume ratio Vw/
V0 is the same as the number ratio. For the protocol I, with the
incremental decrease of the enclosed water and thus the vesicle
volume, the vesicle gradually spreads on the interface under the
strong lipid−surface interaction, resembling the behavior of a
liquid drop on a solid substrate under gravity. In this process,
the value of ⟨Rg

2⟩ is almost invariant for the protocol I. In
contrast, for a free-standing fluid vesicle in solution,
dehydration leads to its elongation in the sequence of a
sphere, an elliptocyte (or prolate), and a cigarlike or a
dumbbell-like shape, and ultimately to a double-layer disk.25

Note that the transition to the double-layer disk indicates the
change of the volume-reduction mode; the one-dimensional
elongation of the vesicle seems insufficient with the continuing
dehydration. In the transition between the last two shapes, the
⟨Rg

2⟩-curve is peaked.25

Figure 2 also shows a clear bifurcation in morphological
transformation of the fluid vesicle when using different
protocols. With the protocol M, the fluid vesicle evolves
along a distinct sequence characterized by inward buckling
instead of gradual shape transformation as in the protocol I.
Specifically, when Vw/V0 < 0.7, the vesicle starts to deform
toward stomatocyte shapes resembling those found in free-
standing vesicles in bulk solution.25 However, at Vw/V0 = 0.5, a
small stomatocyte has developed locally on the top of the
vesicle (see the inset of Figure 2). In contrast, the free-standing
vesicle becomes a whistle-like shape by global deformation.25

This difference can be attributed to the adsorption of the
vesicle on the interface. Continuously reducing Vw/V0 leads to
more inward bucklings over the vesicle.
Now, we examine the variation of some characteristic

geometric parameters of the vesicle in the morphological
transformation of the fluid vesicle. The definitions for the
vesicle height H, diameter D, and contact angle θ are given in
Figure 3. Simulation results for the dependence of H, D, H/D,

and θ on the degree of dehydration Vw/V0 are presented in
Figure 4a−d. With the reduction of vesicle volume, the vesicle
height decreases faster than the increase of its diameter, as
shown in Figure 4a,b, respectively. Consequently, with the
reduction of Vw/V0, the ratio H/D decreases, as shown in
Figure 4c. It indicates the dehydration-caused flattening of the
vesicle. Figure 4d shows that the contact angle θ reduces with
the progress of dehydration. Here, we emphasize that this
behavior is fundamentally distinct from the case of an ordinary
liquid droplet. While the equilibrium contact angle of the
liquid droplet is purely determined by the hydrophilicity of the
substrate, the establishment of the equilibrium contact angle of
our vesicle system results from the competition of the bending
energy and the surface energy of the vesicle under the
constraint conditions of varying volume, which will be
discussed in detail later. In comparison with the hydro-
philicity-driven deformation of vesicles, the volume-driven
scheme has proven to be more efficient in creating richer
morphologies due to the relaxation of the constraint of fixed
volume.22−26,29

In the following, we perform analytical analysis to explore
the mechanism underlying the shape transformation of the
fluid vesicles. In our model, the total free energy consists of
two parts: the elastic bending energy and the surface energy. In
the deformation of the vesicle sitting on the substrate, the
variation of the shape and the contact area of the vesicle with
the substrate leads to the change of the bending energy and the
surface energy, respectively. We employ the Helfrich model to

Figure 2. Plot of the mean-squared radius of gyration of a fluid vesicle
on a SiO2 substrate versus Vw/V0. Vw is the volume of the vesicle, and
V0 is the initial volume of the vesicle before dehydration occurs. The
symbols I and M indicate the two dynamic protocols to remove water
from the vesicle in simulations.

Figure 3. ρ(ψ)-representation of the vesicle geometry. D is the
transverse extension (diameter) of the vesicle on the substrate. H is
the vesicle thickness. z-Axis is the axis of rotation symmetry. θ0 is the
contact angle, ψ0 = π − θ0.
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compute the bending energy.48 The total free energy of the
vesicle is

∫ ∫ ∫σ κ σ= + +F A H A Ad (2 ) d d
1

1
1

b
2

2
2 (1)

where the first two terms are the surface energy and the
bending energy of the upper part of the vesicle in contact with
the solution (denoted surface 1) and the last term is that of the
lower part of the vesicle in contact with the substrate (denoted
surface 2). σ1 and σ2 are the surface tension of the associated
surfaces, κb is the bending rigidity, and H is the mean
curvature. Due to the affinity between the vesicle and the
substrate, σ2 is smaller than σ1. The equilibrium shape of the

vesicle results from the competition of the bending energy and
the surface energy, and it is a minimum of the total free energy.
In our calculations, we model the vesicle as an axisymmetric

geometric object to capture the characteristic geometric
parameters like the thickness and the transverse extension
(characterized by diameter D as defined in Figure 3) of the
vesicle as well as the contact angle. We employ the ρ(ψ)
representation to characterize the vesicle shape,49 as shown in
the schematic plot in Figure 3. ρ is the horizontal distance from
a point on the surface to the axis of rotation symmetry, which
is chosen as the z-axis. ψ is the angle between the tangent
vector on the vesicle profile and the ρ-axis. It is straight
forward to obtain the following geometric relations
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and derive the expression of the total free energy
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Now, we search for the equilibrium shape of the vesicle with
the given surface area and volume. To solve this constrained
variational problem, we adopt the strategy of first solving the
unconstrained variational problem under the boundary
conditions of ψ(z = 0) = ψ0, ρ(ψ0) = ρ0, and ρ(π) = 0, and
then picking up the solutions satisfying the constraints of the
given area and volume from the abundant equilibrium shapes
accessible by adjusting the boundary conditions. The Euler−
Lagrange equation associated with eq 2 under the above-
mentioned boundary conditions determines the equilibrium
shape of the vesicle. The Euler−Lagrange equation is

ρ ρ ψ
ρ

ρ ψ ρ ψ ρ

ρρ ψ

″ = − ′ [ ′ + + +

− ′ ]

−l
tan
2

(1 sec sec )

2 cot

2
2 2

c
2 2 2 2

(3)

Here, the characteristic length lc, which is defined as

κ σ σ= −l /( )c 1 2 , is to show that the vesicle shape is
determined by the competition of the bending energy and the
difference of the surface energy. In the limit of large lc, the
equilibrium shape of the vesicle is dominated by the bending
energy. By ignoring the term including lc at the right-hand side
of eq 3, we obtain the solution: (ψ) = ρ0 sin ψ/sin ψ0, which
describes a spherical surface. In the opposite regime of small lc,
the surface energy dominates over the bending energy, and σ1
≫ σ2. In other words, in this regime, the vesicle is very flexible
and the vesicle has a much larger affinity with the solution than
with the substrate. Our numerical solution to eq 3 shows that
the vesicle becomes flattened to avoid contact with the
solution in the regime of small lc.
We solve eq 3 numerically, and the results are presented in

Figure 4e−h. These results coincide with the observations in
simulations in Figure 4a−d. Specifically, the salient features in
the equilibrium shapes of the vesicles revealed in simulations,

Figure 4. Dependence of the characteristic geometric parameters of
the vesicle on its volume Vw from simulations and solutions of the
Euler−Lagrange equation. The area of the vesicle is fixed as A0.

π=R A /40 . The largest volume of a vesicle of area A0 is V0 = 4πR
3/

3 = A0
3/2/6√π, which is the maximum allowed volume of a vesicle

with the given surface area. H (a, e), D (b, f), H/D (c, g), and θ0 (d,
h) are the thickness, diameter, their ratio, and the contact angle,
respectively [see (Figure 3)]. The simulation results are on the left
(a−d). Results of solutions of the Euler−Lagrange equation are on
the right (e−h). lc = 15 nm.
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including the dehydration-driven flattening of the vesicle and
the variation of the contact angle, are also derived from our
model, as shown in Figure 4. Regarding the value of lc, we
specify a series of values and generate the corresponding curves
of H vs Vw/V0, D vs Vw/V0, and H/D vs Vw/V0. By comparing
these numerically solved curves with the MD simulation
results, we find that the value of lc of the simulated vesicle
system is about 15 nm. Notably, from Figure 4e,f, we see that
the H- and D-curves for larger vesicles have a stronger
dependence on the vesicle volume. This phenomenon is
mainly due to the surface tension effect since the bending
energy is weakly dependent on the vesicle size.49,50 In contrast,
the H/D−Vw curve exhibits a much weaker dependence on
vesicle size R.
We proceed to discuss the variation of the interaction

potential energies of a draining fluid vesicle. Figure 5 is a plot

of the potential energies, including the Lennard-Jones and
electrostatic interactions of lipid−lipid, lipid−solution, and
lipid−surface. We see that the energy curve exhibits a
bifurcation phenomenon for the protocols I and M, which is
highly coupled with the gyration curve in Figure 2. Specifically,
for the protocol I, with spreading of the vesicle on the
interface, both the distances between the top and bottom
bilayers and the lipid−solution contact area decrease. There-
fore, the lipid−lipid interaction energy increases and the lipid−
solution interaction energy decreases. For the protocol M,
inward buckling shrinks the vesicle and thus leads to the
increase of the lipid−lipid interaction energy. Figure 5 also
shows that, in comparison with the protocol I, the lipid−
surface interaction energy of the protocol M is almost
invariant. This indicates that the vesicle and the interface
tend to maintain an almost constant contact area in the
inward-buckling featured morphological transformations.
Buckling of materials is a common phenomenon in cells,
elastic sheets,51 and virus systems.52 In general, buckling of
elastic systems occurs when the reduction of the accumulated
in-plane strain energy exceeds the increase of the bending
energy. In contrast, in our system, buckling of the vesicles is
caused by the constraint of fixed volume. With the reduction of
the vesicle volume, which is realized by the removal of water
inside the vesicle, the vesicle will buckle inward to reduce the
volume even if the deformation is energetically costly.

Shape Transformations of Crystalline Vesicles. Now,
we discuss the morphological transformation of crystalline
vesicles adsorbed on the interface in the dehydration process.
In comparison with fluid vesicles, largely due to the rigidity of
crystalline order, free-standing crystalline vesicles tend to form
diverse polyhedral shapes, as revealed by theory,36,37 experi-
ments,33−35 and our previous simulation work.25 It is of
interest to inquire about the morphological transformation of a
crystalline vesicle adsorbed on the liquid−solid interface.
Figure 6 shows the variation of the mean-squared radius of

gyration for the crystalline vesicle in the dehydration process.
We also see morphological bifurcation with the distinct
protocols I and M, but not as sharp as that in the case of a
fluid vesicle. Furthermore, due to the rigidity of crystalline
order, a crystalline vesicle can maintain the original spherical
shape for a longer duration than a fluid vesicle in the
dehydration process. At Vw/V0 = 0.7, the fluid vesicle becomes
prolate (see Figure 2), whereas the crystalline vesicle is still
spherical (see Figure 6).
Figure 6 shows that a prominent feature over a deformed

crystalline vesicle is the appearance of local flat planes to
reduce curvature energy cost; their size grows with the
progress of dehydration. With the protocol I, the tiny flat plane
initially forms on the top of the vesicle and gradually grows to
occupy half of the sphere at about Vw/V0 = 0.5, and the entire
vesicle ultimately evolves into an inwardly buckled bowl-like
shape at Vw/V0 = 0.1, as shown in Figure 6. This sequence of
the morphological transformation largely follows that of a free-
standing vesicle, except for the final shape.25

For the protocol M, however, the shape of the crystalline
vesicle follows a sequence that is quite different from the case
of the free-standing vesicle. Continuous dehydration finally
deforms the crystalline vesicle to an inwardly buckled, double-
layered conelike shape, as shown in the inset at Vw/V0 = 0.3 in
Figure 6. Since the Gaussian curvature over the conic region is
zero, the appearance of the conic shape is energetically favored
according to the Helfrich model.48 By recalling the case of free-
standing crystalline vesicles, we speculate that the formation of
the zero-curvature conic region is through the merging of
several preexisting flat planes over the vesicle triggered by the
sudden loss of interior water. This speculation is supported by
the identification of flat planes over the conic region by careful
examination of the three-dimensional vesicle structure. Further

Figure 5. Lipid−lipid, lipid−solution, and lipid−surface potential
energies of a fluid vesicle on a SiO2 substrate as a function of Vw/V0.
Vw is the volume of the vesicle, and V0 is the initial volume of the
vesicle before dehydration occurs. The symbols I and M indicate the
two dynamic protocols to remove water from the vesicle in
simulations.

Figure 6. Plot of the mean-squared radius of gyration of a crystalline
vesicle on a SiO2 substrate versus Vw/V0. Vw is the volume of the
vesicle, and V0 is the initial volume of the vesicle before dehydration
occurs. Symbols I and M indicate the two dynamic protocols to
remove water from the vesicle in simulations.
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reduction of Vw/V0 leads to shape fluctuation along the edge of
the cone, as shown in the inset at Vw/V0 = 0.1.
In Figure 7, we show the variation of the interaction

potential energies of a draining crystalline vesicle. For the

protocol M, we see that the energy curves of lipid−lipid and
lipid−solution interactions exhibit nonmonotonous behavior
when Vw/V0 < 0.3, which corresponds to the event of inward
budding on the vesicle. In contrast, the corresponding energy
curves for the case of the fluid vesicle are monotonously
varying in the dehydration process. Furthermore, for the
protocol I, we notice the appearance of a saturation plateau in
the curve of the lipid−lipid interaction energy in the opposite
regimes of small and large Vw/V0 for the crystalline and fluid
vesicles, respectively. For the variation of lipid−solution
interaction energy presented From Figure 7, we also see that
the lipid−solution interaction energy is almost invariant,
except at Vw/V0 = 0.1. This suggests that the contact area of
the crystalline vesicle and the interface is almost invariant until
the final stage of the dehydration process.
Finally, we briefly discuss the influence of adsorption

strength and vesicle size on the morphology of crystalline
vesicles, and the results are presented in Figure 8. Under
relatively weak adsorption, the smaller vesicle exhibits a similar
morphological transformation to that of the larger vesicle by
comparison of the lower vesicles in Figure 8a,b. For larger
vesicles, enhancing adsorption strength tends to form irregular
polyhedral shapes, as shown in Figure 8b. The shape
irregularity in larger vesicles may be caused by the longer
response time of the system to coordinate the inward bucklings
of flat planes over the vesicle.

■ CONCLUSIONS
In summary, we investigate the dehydration-driven morpho-
logical transformation of both fluid and crystalline vesicles
adsorbed on the liquid−solid interface using the combination
of molecular dynamics simulations and analytical theory. We
find the bifurcation in the deformation of these two types of
vesicles under slow and fast dehydration modes. Specifically,
we identify inward-buckling-driven large deformations, includ-
ing stomatocyte-like shapes for fluid vesicles and double-
layered bowl-like and conelike shapes for crystalline vesicles.
This work demonstrates the combination of surface adsorption
and the dynamic dehydration protocol as an effective strategy

to enlarge the vesicle shape space. It has implications toward
versatile control and engineering of vesicles on the interface.
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